However, an amendment to Minute 11 was tabled, in that it had also been suggested that a depository of strain DNA from fastidious species (notably Helicobacter spp.) would also facilitate taxonomic studies. P. Vandamme agreed to discuss this prospect with representatives of the World Federation of Culture Collections (WFCC).
Minute 5. Matters arising from the previous meeting ATCC type strain of Helicobacter cinaedi. Following correspondence with the ATCC, S. L. W. On had received notification that the results of the in-house investigation had concurred with previous results and, as a result, ATCC 35683 would be designated a Helicobacter fennelliae strain. P. Vandamme remarked that this only addressed the problem in part and that the identity and origin of the strain remained unknown. In principle, if the origin of this H. fennelliae strain cannot be confirmed, it should be withdrawn from distribution. Furthermore, the correct type strain of H. cinaedi should be made available from ATCC and could be acquired from another international culture collection. S. L. W. On agreed to raise the matter with the ATCC.
DNA repository for fastidious Helicobacter species. P. Vandamme had contacted colleagues at the WFCC to investigate the possibility of establishing facilities for distribution of DNA from fastidious taxa to facilitate studies of such taxa. Regrettably, the WFCC representative felt that this was impractical. , although names of some inappropriately described taxa had subsequently been validated by publication in the IJSEM Validation lists. The members of the subcommittee were concerned about this trend, and two possible measures were proposed to prevent names of poorly described species from being validated in this way. Firstly, that copies of the minimal standards papers could be sent to editors of journals other than IJSEM in which taxonomic descriptions had been, or were likely to be, made. A letter that explained the reasons for our actions would accompany the articles. The second approach involved contacting Norbert Weiss (List Editor, now succeeded by J. P. Euzéby) at the IJSEM to check the procedure for validation and suggest that members of the appropriate taxonomic subcommittees be responsible for checking the quality of the description on which the proposal was based. P. Vandamme agreed to undertake the latter. Suerbaum et al. (2002) . Although DNA-DNA hybridization data are required to determine the taxonomic status of H. nemestrinae unequivocally, the subcommittee members felt that the current evidence strongly indicated that the H. nemestrinae type strain was, in fact, an H. pylori strain. Thus, H. nemestrinae should be considered a later synonym of H. pylori.
Environmental species belonging to the e-subclass of the Proteobacteria. It was noted that an increasing number of 16S rRNA sequences derived from a wide range of environmental bacteria, and deposited in public databases such as GenBank, showed a clear affiliation to the e-subclass of the Proteobacteria, and the genus Arcobacter in particular. As discussed previously [On, Int J Syst Evol Microbiol 52 (2002), 2339-2341], the remit of the subcommittee clearly extends to the study of such free-living species, but the current membership roster is heavily biased towards a medical/veterinary perspective. It was therefore agreed that the subcommittee would benefit from the recruitment of a specialist in environmental microbiology and/ or ecology with a strong interest in the e-subclass of the Proteobacteria. The subcommittee members agreed to identify possible candidates, evaluate their background, circulate details of potential candidates to the other members and ask such candidates if they would, in principle, be interested in membership of the subcommittee. This matter would be discussed again at the next meeting of the subcommittee in 2003.
Minute 7. Taxonomic and nomenclatural implications arising from the revised megaclassification of bacteria (Cavalier-Smith, 2002) . The extensive and detailed treatise on bacterial evolution [Cavalier-Smith, Int J Syst Evol Microbiol 52 (2002), 7-76] proposes extensive changes to existing bacterial classification and nomenclature. Of the changes that concern this subcommittee, the class Epsilobacteria is used to refer to the e-subclass of the Proteobacteria (also known as rRNA superfamily VI). More controversially, hyperthermophilic oxygen-reducing bacteria belonging to the order Aquificales are considered close phylogenetic relatives and proposed as the type order for the Epsilobacteria. Most subcommittee members felt that the proposals of Cavalier-Smith required further study and consideration before they should be adopted for wider use. 
